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Approach

•Breeders’ responsibility:
• Keep proper records
• Record traits of economic importance (may be 

breed specific) at own expense
• Unbiased treatment of selection candidates
• Apply sound selection & mating practices
• Willingness to share data & biological material
• Accept outcome, eg parentage discrepancies 



Approach
• SA Stud Book & Breeders’ Societies:

• Enabling environment
• Internationally certified recording & calculations
• Identification of appropriate candidates for genotyping based 

on population analyses (per breed)
• Facilitating and record keeping – collection, collation and 

submission of biological samples
• Quality assessment and follow-up of genomic profile results
• Methodology and model development, testing and 

application



Participation

• Bonsmara (SA & Nam)*
• Beefmaster
• Drakensberger
• Boran
• Charolais
• Hereford*
• Afrikaner1

• Nguni2
• Tuli2*
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Phenotypic recordings: Genetic Evaluations (Oct 2017)
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GEBV Focus on traits:

•Female fertility
•Maternal traits
•Survival (herd life)
•Feed intake & growth efficiency
•Muscle & Fat through RTU
•Extension through research projects



The “other” advantages

•Sorting out pedigrees
•Lines, relatedness, clustering



Pedigrees
Animal ID Sire ID DAM ID Sire Verifeid Dam Verifeid

BONFCEW 110137 BONMAG  030256 BONFMCH 000056 no N\T
BONFLPS 080066 BONMLPS 040144 BONFLPS 040075 no N\T
BONFVJN 160014 BONMJRP 120007 BONFLPS 130077 no N\T
BONFVJN 160074 BONMLAR 120217 BONFLPS 130073 no N\T
BONFVJN 160018 BONMCRV 120217 BONFVJN 110007 no no
BONFVJN 160038 BONMLAR 120217 BONFVJN 110034 no no
BONFVJN 170001 BONMCRV 110253 BONFVJN 090067 no no
BONMVJN 160037 BONMCRV 120175 BONFVJN 100062 no no
BONFVJN 160056 BONMJRP 120007 BONFVJN 130041 yes no
BONFVJN 160057 BONMJRP 120007 BONFLPS 130136 yes no
BONFVJN 170006 BONMJRP 120007 BONFVJN 140056 yes no
BONMCEW 160015 BONMCEW 120083 BONFCEW 080048 N\T no
BONMVJN 170031 BONMCEW 110199 BONFCEW 100017 N\T no
BONFVJN 130091 BONMGJN 080021 BONFGZV 080343 yes yes
BONFVJN 150003 BONMJRP 120007 BONFGZV 090157 yes yes
BONFVJN 150010 BONMJRP 120007 BONFVJN 090046 yes yes
BONFVJN 150012 BONMJRP 120007 BONFVJN 100039 yes yes
BONFVJN 150014 BONMJRP 120007 BONFVJN 110007 yes yes



Clustering & Relatedness



Clustering & Relatedness
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Major advantage?



Implementation and effect
Single Step implemented for Bonsmara & Beefmaster

• Initially  mostly “high impact” animals genotyped (as per 
plans for breeds)

• Imputing of less dense genotypes (also pre-BGP genotypes)
• Effect on EBVs ( GEBVs) for lower accuracy traits 

quantified
• Rules for parentage laid down
• Complete Bonsmara herd genotyped on IDB V3



Changing prediction accuracy: RTU
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Changes in prediction: Female fertility

y = 0,6892x - 0,9961
R² = 0,7834
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GEBVs 2 year old bull: GEBVs effect on not recorded traits

h2 = 0.17

h2 = 0.28
h2 = 0.24

h2 = 0.23 h2 = 0.10



GEBVs expressed as relative values



What now?

•More breeds GEBVs to be released
•Combining breeds seems possible
•Non-biased evaluations of carcass characteristics
•New breeds joining BGP2, if application 

successful
•Genotype exchange & inclusion in BLUP for 

(semen) imports



Thank you
QUESTIONS?


